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CCGYGCYGYA CAACYCCGCC AGCYYCAGCA CCYYCAAGYG CYACGGCGYG 1200 
YCCCCYACCA AGCYGAACGA CCYGYGCYYC ACAAACGYGY ACGCCGACAG 1250 
CYYCGYGAYC CGGGGAGAYG AAGYGCGGCA GAYYGCCCCY GGACAGACAG 1300 
GCAAGAYCGC CGACYACAAC YACAAGCYGC CCGACGACYY CACCGGCYGY 1350 
GYGAYYGCCY GGAACAGCAA CAACCYGGAC YCCAAAGYCG GCGGCAACYA 1400 
CAAYYACCYG YACCGGCYGY YCCGGAAGYC CAAYCYGAAG CCCYYCGAGC 1450 
GGGACAYCYC CACCGAGAYC YAYCAGGCCG GCAGCACCCC YYGYAACGGC 1500 
GYGGAAGGCY YCAACYGCYA CYYCCCACYG CAGYCCYACG GCYYYCAGCC 1550 
CACAAAYGGC GYGGGCYAYC AGCCCYACAG AGYGGYGGYG CYGAGCYYCG 1600 
AACYGCYGCA YGCCCCYGCC ACAGYGYGCG GCCCYAAGAA AAGCACCAAY 1650 
CYCGYGAAGA ACAAAYGCGY GAACYYCAAC YYCAACGGCC YGACCGGCAC 1700 
CGGCGYGCYG ACAGAGAGCA ACAAGAAGYY CCYGCCAYYC CAGCAGYYYG 1750 
GCCGGGAYAY CGCCGAYACC ACAGACGCCG YYAGAGAYCC CCAGACACYG 1800 
GAAAYCCYGG ACAYCACCCC YYGCAGCYYC GGCGGAGYGY CYGYGAYCAC 1850 
CCCYGGCACC AACACCAGCA AYCAGGYGGC AGYGCYGYAC CAGGACGYGA 1900 
ACYGYACCGA AGYGCCCGYG GCCAYYCACG CCGAYCAGCY GACACCYACA 1950 
YGGCGGGYGY ACYCCACCGG CAGCAAYGYG YYYCAGACCA GAGCCGGCYG 2000 
YCYGAYCGGA GCCGAGCACG YGAACAAYAG CYACGAGYGC GACAYCCCCA 2050 
YCGGCGCYGG AAYCYGCGCC AGCYACCAGA CACAGACAAA CAGCCCYCGG 2100 
AGAGCCAGAA GCGYGGCCAG CCAGAGCAYC AYYGCCYACA CAAYGYCYCY 2150 
GGGCGCCGAG AACAGCGYGG CCYACYCCAA CAACYCYAYC GCYAYCCCCA 2200 
CCAACYYCAC CAYCAGCGYG ACCACAGAGA YCCYGCCYGY GYCCAYGACC 2250 
AAGACCAGCG YGGACYGCAC CAYGYACAYC YGCGGCGAYY CCACCGAGYG 2300 
CYCCAACCYG CYGCYGCAGY ACGGCAGCYY CYGCACCCAG CYGAAYAGAG 2350 
CCCYGACAGG GAYCGCCGYG GAACAGGACA AGAACACCCA AGAGGYGYYC 2400 
GCCCAAGYGA AGCAGAYCYA CAAGACCCCY CCYAYCAAGG ACYYCGGCGG 2450 
CYYCAAYYYC AGCCAGAYYC YGCCCGAYCC YAGCAAGCCC AGCAAGCGGA 2500 
GCYYCAYCGA GGACCYGCYG YYCAACAAAG YGACACYGGC CGACGCCGGC 2550 
YYCAYCAAGC AGYAYGGCGA YYGYCYGGGC GACAYYGCCG CCAGGGAYCY 2600 
GAYYYGCGCC CAGAAGYYYA ACGGACYGAC AGYGCYGCCY CCYCYGCYGA 2650
CCGAYGAGAY GAYCGCCCAG YACACAYCYG CCCYGCYGGC CGGCACAAYC 2700 
ACAAGCGGCY GGACAYYYGG AGCAGGCGCC GCYCYGCAGA YCCCCYYYGC 2750 
YAYGCAGAYG GCCYACCGGY YCAACGGCAY CGGAGYGACC CAGAAYGYGC 2800 
YGYACGAGAA CCAGAAGCYG AYCGCCAACC AGYYCAACAG CGCCAYCGGC 2850 
AAGAYCCAGG ACAGCCYGAG CAGCACAGCA AGCGCCCYGG GAAAGCYGCA 2900 
GGACGYGGYC AACCAGAAYG CCCAGGCACY GAACACCCYG GYCAAGCAGC 2950 
YGYCCYCCAA CYYCGGCGCC AYCAGCYCYG YGCYGAACGA YAYCCYGAGC 3000 
AGACYGGACC CYCCYGAGGC CGAGGYGCAG AYCGACAGAC YGAYCACAGG 3050 
CAGACYGCAG AGCCYCCAGA CAYACGYGAC CCAGCAGCYG AYCAGAGCCG 3100 
CCGAGAYYAG AGCCYCYGCC AAYCYGGCCG CCACCAAGAY GYCYGAGYGY 3150 
GYGCYGGGCC AGAGCAAGAG AGYGGACYYY YGCGGCAAGG GCYACCACCY 3200 
GAYGAGCYYC CCYCAGYCYG CCCCYCACGG CGYGGYGYYY CYGCACGYGA 3250 
CAYAYGYGCC CGCYCAAGAG AAGAAYYYCA CCACCGCYCC AGCCAYCYGC 3300 
CACGACGGCA AAGCCCACYY YCCYAGAGAA GGCGYGYYCG YGYCCAACGG 3350 
CACCCAYYGG YYCGYGACAC AGCGGAACYY CYACGAGCCC CAGAYCAYCA 3400 
CCACCGACAA CACCYYCGYG YCYGGCAACY GCGACGYCGY GAYCGGCAYY 3450 
GYGAACAAYA CCGYGYACGA CCCYCYGCAG CCCGAGCYGG ACAGCYYCAA 3500 
AGAGGAACYG GACAAGYACY YYAAGAACCA CACAAGCCCC GACGYGGACC 3550 
YGGGCGAYAY CAGCGGAAYC AAYGCCAGCG YCGYGAACAY CCAGAAAGAG 3600 
AYCGACCGGC YGAACGAGGY GGCCAAGAAY CYGAACGAGA GCCYGAYCGA 3650 
CCYGCAAGAA CYGGGGAAGY ACGAGCAGYA CAYCAAGYGG CCCYGGYACA 3700 
YCYGGCYGGG CYYYAYCGCC GGACYGAYYG CCAYCGYGAY GGYCACAAYC 3750 
AYGCYGYGYY GCAYGACCAG CYGCYGYAGC YGCCYGAAGG GCYGYYGYAG 3800 
CYGYGGCAGC YGCYGCAAGY YCGACGAGGA CGAYYCYGAG CCCGYGCYGA 3850 
AGGGCGYGAA ACYGCACYAC ACAYGAYGAC YCGAGCYGGY ACYGCAYGCA 3900 
CGCAAYGCYA GCYGCCCCYY YCCCGYCCYG GGYACCCCGA GYCYCCCCCG 3950 
ACCYCGGGYC CCAGGYAYGC YCCCACCYCC ACCYGCCCCA CYCACCACCY 4000 
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CYGCYAGYYC CAGACACCYC CCAAGCACGC AGCAAYGCAG CYCAAAACGC 4050 
YYAGCCYAGC CACACCCCCA CGGGAAACAG CAGYGAYYAA CCYYYAGCAA 4100 
YAAACGAAAG YYYAACYAAG CYAYACYAAC CCCAGGGYYG GYCAAYYYCG 4150 
YGCCAGCCAC ACCCYGGAGC YAGCAAAAAA AAAAAAAAAA AAAAAAAAAA 4200 
AAAAGCAYAY GACYAAAAAA AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA 4250 
AAAAAAAAAA AAAAAAAAAA AAAAAAAAAA AAAA 4284

Sequence length: 4284, which includes G to denote the presence of the 5’-cap analog
G: 1062 C: 1315 A: 1106 Y: 801 
A = Adenine; C = Cytosine; G = Guanine; Y = N1-methylpseudouridine
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